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FIG S5  Infectivity of hydrophobic cluster mutants and correlation with neutralization profile 
and calculated energy value. (A) Infectivity of pseudovirus stocks of HIV-1 BaL single alanine 
mutants as determined by limiting dilution using the TZMbl assay. Mutations in each of the four 
hydrophobic clusters are highlighted by color codes: cluster 1, green; cluster 2, pink; cluster 3, 
blue; cluster 4, yellow-orange. (B) Correlation between infectivity and HIV-1 Gag p24 protein 
concentration in pseudovirus stock. The color codes are the same as in (A). No correlation was 
found. (C) Normalized infectivity expressed as the ratio between reciprocal infectivity titers and 
HIV-1 Gag p24 protein concentration from each mutant. (D) Correlation between neutralization 
scores and normalized infectivity titer for HIV-1 BaL mutants. (E) Correlation between in silico
calculated DDG values for alanine mutations introduced into the HIV-1 AMC011 Env trimer 
structure and normalized infectivity titer for HIV-1 BaL mutants.

Figure S5 (continued)
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